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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size
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Validation

In alignment with the WHO UNITY studies guidance (https://www.who.int/publications/i/item/WHO-2019-nCoV-Seroepidemiology-2020.2),
samples size was calculated as follows. Assuming a COVID-19 seroprevalence ranging from 3-10% during the study duration, a sample of
300-500 blood donors per blood transfusion center per month was expected to give a 4-7% margin of error for overall seroprevalence
estimates.

Only data from duplicate samples, those from age-ineligible donors and those with missing data were excluded.

Assays on a subset of test samples were repeated at least once on separate days and reproducibility confirmed. Positive and negative control
samples are routinely included in all runs and the results from these were reproducible.

Not applicable to our study which is observational- no intervention here

Not relevant to our study which is observational- no intervention here

the CR3022 monoclonal antibody (mAb), the anti-SARS-CoV-2 Ab (NIBSC code 20/130), and the convalescent plasma panel NIBSC
code 20/118. These were all used at 1:800 dilution, i.e. same dilution as the test samples. CR3022 mAb was produced in-house using
plasmids from Krammer (as described in https://science.sciencemag.org/content/sci/suppl/2020/11/10/science.abe1916.DC1/
abe1916-Uyoga-SM.pdf). NIBSC 20/130 and NIBSC 20/118 were from National Institute of Biological Standards and Control (NIBSC)
UK.

The SARS-CoV-2 antibody assay was developed and validated as reported in full in https://science.sciencemag.org/content/sci/
suppl/2020/11/10/science.abe1916.DC1/abe1916-Uyoga-SM.pdf.

We validated a widely used enzyme-linked immunosorbent assay (ELISA) for SARS-CoV-2 IgG with 910 serum samples from the pre-
pandemic period and 174 sera from polymerase chain reaction (PCR)–defined SARS-CoV-2 cases, and a well-characterized five-sera
panel from the National Institute of Biological Standards and Control (NIBSC) in the UK. For either receptor-binding domain (RBD) or
whole spike, specificity was higher when using a ratio of the sample optical density (OD)/negative control OD than when using the
raw sample OD plus 3 standard deviations to define seropositivity. By using OD ratios, both RBD and spike ELISAs correctly classified
901 of 910 prepandemic samples as seronegative. However, the spike ELISA detected more seropositives (166 of 179 compared with
145 of 179 for RBD ELISA) among sera from SARS-CoV-2 PCR-positive individuals. On the basis of these data, we defined anti–SARS
CoV-2 IgG seropositivity as an OD ratio >2 and selected the spike ELISA for this study. The sensitivity and specificity, at this threshold,
were 92.7% [95% confidence interval (CI), 87.9 to 96.1%] and 99.0% [95% CI, 98.1 to 99.5%], respectively. As previously

noted, the RBD and whole-spike ELISA responses were highly correlated, with very little interassay variation.




